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Laboratory Report

Laboratory #: 129327 Call Name: Kimi
Order #: 56818 Registered Name:  Tai Kimi Mont Bright
Ordered By: Karen Austin Breed: Bernese Mountain Dog
Ordered: March 18, 2019 Sex: Female
Received: March 29, 2019 DOB: April 2018
Reported: April 8, 2019 Registration #: UKU.0367725
Microchip #: 991003000162702
Results:
! Disease  Gene Genotype Interpretation
| Degenerativ_e Myelopathy : SOD1 WT/WT Normal (clear)
Degenerat;ive Mye!qpathy (Bernese Mountain Dog Type) SOD1 wr/NT Normal (clear)
Von M!Iep@pd Diseasel VWF WT/WT Normal (clear)

WT, wild type (normal); M, mutant; Y, Y chromosome (male)

Interpretation:

Molecular genetic analysis was performed for three specific mutations reported to be associated with disease in
dogs. We identified two normal copies of the DNA sequences in the mutations tested.

Recommendations:

No mutations were identified. Thus, this dog is not at an increased risk for the diseases caused by or associated
with the mutations tested. Because this dog is "clear" of these mutations, this dog will only pass the normal genes
on to its offspring. Normal results do not exclude inherited mutations not tested in these or other genes that may
cause medical problems or may be passed on to offspring. Paw Print Genetics® has genetic counseling available

to you at no additional charge to answer any questions about these test results, their implications and potential
outcomes in breeding this dog.
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Normal results do not exclude inherited mutations not tested in these or other %enes that may cause medical problems or may be passed on to offspring. These

tests were developed and their performance determined by Paw Print Genetics”. This laboratory has established and verified the tests’ accuracy and precision,
Because all tests performed are DNA-based, rare genomic variations may interfere
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